Seql01353.232.txt 
SEQUENCE LISTING 

<110> SAUNDERS, SCOTT 

BERNFIELD, MERTON 
KATO, MASATO 

<120> CONSTRUCTION AND USE OF SYNTHETIC CONSTRUCTS ENCODING SYNDECAN 

<130> 101353-232 

<140> Herewith 
<141> 2004-02-11 

<150> 09/723,677 
<151> 2000-11-28 

<150> 08/471,970 
<151> 1995-06-06 

<150> 08/078,683 
<151> 1993-06-17 

<150> 07/856,869 
<151> 1992-03-24 

<150> 07/757,654 
<151> 1991-09-06 

<150> 07/746,797 
<151> 1991-08-12 

<150> 07/331,585 
<151> 1989-03-29 

<160> 46 

<170> Patentln version 3.0 

<210> 1 

<211> 2432 

<212> DNA 

<213> MUS SP 



<400> 1 
actccgcggg 


agaggtgcgg 


gccagaggag 


acagagccta 


acgcagagga 


agggacctgg 


60 


cagtcgggag 


ctgactccag 


ccggcgaaac 


ctacagccct 


cgctcgagag 


agcagcgagc 


120 


tgggcaggag 


cctgggacag 


caaagcgcag 


agcaatcagc 


agagccggcc 


cggagctccg 


180 


tgcaaccggc aactcggatc 


cacgaagccc 


accgagctcc 


cgccgccggt 


ctgggcagca 


240 


tgagacgcgc ggcgctctgg 


ctctggctct 


gcgcgctggc 


gctgcgcctg 


cagcctgccc 


300 


tcccgcaaat 


tgtggctgta 


aatgttcctc 


ctgaagatca 


ggatggctct 


ggggatgact 


360 


ctgacaactt 


ctctggctct 


ggcacaggtg 


ctttgccaga 


tactttgtca 


cggcagacac 


420 


cttccacttg 


gaaggacgtg 


tggctgttga 


cagccacgcc 


cacagctcca 


gagcccacca 


480 


gcagcaacac 


cgagactgct 


tttacctctg 


tcctgccagc 


cggagagaag 


cccgaggagg 


540 


gagagcctgt 


gctccatgta 


gaagcagagc 


ctggcttcac 
Page 


tgctcgggac 
1 


aaggaaaagg 


600 
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a y y uv.av.Luv. 


v_a.yyv_v-V-.ciyy 


yayaLLy LyL 




r '3 c c c aa Tin 
LdLLLddLy y 


nrrtraaran 

y LL L Ld d Lay 




l v_ay ay LLav. 


i_d v. ay LLLay 


nranrtntra 
yLayv. Ly LLd 


Ld LLLLdLLL 


gcacgggggc 


d Ly LddLL Ly 




nr*r*1"rral"fiA 
yn. LLLaiya 


ytiLL LLyyL l 


LLLdLdyLdL 


rtnntraarr 

L Ly y LLddLL 


t/iarratran 
LydLLd LCdg 


rrtrrarntn 
LL LLLdCgxg 


/ ou 


^gy^yyy *-yy 


LyyLaLL ll l 


n't"f"a.1~f*a.aari 
y LLd LLdddy 


dyy l Ly LLy d 


ggdxggaacx 


yccdd xcdgc 


RAO 


ttrrrnrann 

L LLLLyLayy 


anannnrtrt 
«yc*yyyLLL l 


nna.na.afaari 
y y dy ddLddy 


dL L LLdLLLL 


CydddCdXCX 


gy ggay ddca 


yuu 


LdyLLyLyyL 


tnrrntanan 

LyLLyLdydy 


cccgg cc xgc 


/"in a atranrr 

y yddL Ldy lc 


cccggxggac 


gaaggagcca 


you 


Ldy y cy c xxc 


LLdydyLLLL 


xxggacagga 


aggaagxgcx 


/*i ^1 /~t ^ /t r\ /-1 ^ 

gggaggtgtc 


axxgccggag 




y ccxdy xggg 


CCXCdXCXXX 


gcxgxgxgcc 


ft ft ^ f + +- +- 

xgg Lggcx l l 


caxgcxgxac 


cggaxgaaga 


1 f\Qf\ 

lUoU 


dy ddyy dLyd 


annfa/"i^"^a#"* 
dy y Ldy L LdL 


XLLXxggagg 


agcccaaaca 


agccaaxggc 


ggxgccxacc 






Lddy Ldyydy 


gag l lc Ldcg 


ccxgaxgggg 


aaaxagxxcx 


xxcxcccccc 


1 inn 


raranrrrrt 


y LLdL LLdL X 


dyy L XCCCdC 


xxgccxcxxc 


xgxgaaaaac 


xxcaagcccx 




yy LL LLLLLa 


LLdLLyyy ll 


dxyxccxcxg 


cdcccdy y cc 


c L Lccagc xg 


xxccxgcccg 




dy Lyy LLLLd 


gggxgxgcxg 


yyddLLydLL 


ccccxccxxx 


gacxxcxgcc 


xagaagcxxg 




yy Ly Laaayy 


ntttrttnra 
yLLLLLLyLd 


LL Lyd LL X X X 


c Ldccacaac 


cacaccxgxc 


gxccacxcxx 


1 AACi 


v. Ly dL l ty y t. 


X XL LLLddd X 


gggaggagac 


ccagcxcxgg 


acagaaaggg 


gacccgacxg 


IjUU 


/~1 - "l~1~nncirf~/~ - t* 
LLl LyydLLL 


dya xyy cc Ld 


x xgcggcxgg 


aggaxccxga 


ggacaggaga 


ggggcttcgg 


XddU 


LT.ydCL.dy cc 


d Ldy LdL X Ld 


ccca xagaga 


ccgcxagggx 


tggccgxgcx 


gtggtggggg 




dLyydyyLLL 


gagcxccxxg 


gaaxccacxx 


xxcaxxgxgg 


ggaggxcxac 


xxxagacaac 


t con 
IboU 


l tyy L x x xgc 


dCd LdL X X LL 


lc xaa L L LC L 


cxgxxcagag 


ccccagcaga 


ccttattac t 


1/4U 


gyggxaaggc 


ddgxcxgxxg 


■5 a" +■ /*i « +" r\ -4— 

acxggxgxcc 


cxcaccxcgc 


xxcccxaaxc 


xacaxxcagg 


loUU 


dydLLydd LL 


gggggxxaax 


aagacxxxxx 


xxgxxxxxxg 


xxtttgtttx 


taacctagaa 


±obU 


naarraaatr 
y ddLLddd LL 


Lyy dLyLLdd 


ddcg LdggcL 


xagxxxgxgx 


gxxgxcxcxg 


"\ si -4- -4- 4- m 4- +- 

agxxxgxgcx 




Ld Ly Ly LdLd 


acagggxatg 


gacxaxcxgx 


axggxgcccc 


axxxxxggcg 


gcccgxaagx 


lyoU 


annrtannrt 

dyy l LdyyLL 


an^^fanna'^ 
dy LLLdggd X 


acxgxggaax 


agccaccxcx 


xgaccagxca 


tgcctgtgxg 


ZU4U 


ratnnartra 

Ld Ly y dL LLd 


yyyLLdLyyL 


cxxggccxgg 


gccaccgxga 


caxxggaaga 


gccxgxgxga 




yddL X XdCXC 


gaagxxcaca 


gxcxaggagx 


ggaggggagg 


agacxgxaga 


gttttggggg 


^lbU 


aggggtagca 


agggtgccca 


agcgtctccc 


acctttggta 


ccatctctag 


tcatccttcc 


2220 


tcccggaagt 


tgacaagaca 


catcttgagt 


atggctggca 


ctggttcctc 


catcaagaac 


2280 


caagttcacc 


ttcagctcct 


gtggccccgc 


ccccaggctg 


gagtcagaaa 


tgtttcccaa 


2340 


agagtgagtc 


ttttgctttt 


ggcaaaacgc 


tacttaatcc 


aatgggttct 


gtacagtaga 


2400 


ttttgcagat 


gtaataaact 


ttaatataaa 


gg 






2432 
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<210> 2 
<211> 311 
<212> PRT 
<213> MUS SP 

<400> 2 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu Cys Ala Leu Ala Leu Arg 
1 5 10 15 

Leu Gin Pro Ala Leu Pro Gin lie val Ala val Asn val Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly Ser Gly Asp Asp ser Asp Asn Phe Ser Gly Ser Gly 
35 40 45 

Thr Gly Ala Leu Pro Asp Thr Leu Ser Arg Gin Thr Pro Ser Thr Trp 
50 55 60 

Lys Asp Val Trp Leu Leu Thr Ala Thr Pro Thr Ala Pro Glu Pro Thr 
65 70 75 80 

Ser Ser Asn Thr Glu Thr Ala Phe Thr Ser Val Leu Pro Ala Gly Glu 
85 90 95 

Lys Pro Glu Glu Gly Glu Pro val Leu His val Glu Ala Glu Pro Gly 
100 105 110 

Phe Thr Ala Arg Asp Lys Glu Lys Glu val Thr Thr Arg Pro Arg Glu 
115 120 125 

Thr Val Gin Leu Pro lie Thr Gin Arg Ala Ser Thr Val Arg Val Thr 
130 135 140 

Thr Ala Gin Ala Ala val Thr Ser His Pro His Gly Gly Met Gin Pro 
145 150 155 160 

Gly Leu His Glu Thr Ser Ala Pro Thr Ala Pro Gly Gin Pro Asp His 
165 170 175 

Gin Pro Pro Arg Val Glu Gly Gly Gly Thr Ser Val lie Lys Glu val 
180 185 190 

Val Glu Asp Gly Thr Ala Asn Gin Leu Pro Ala Gly Glu Gly Ser Gly 
195 200 205 

Glu Gin Asp Phe Thr Phe Glu Thr Ser Gly Glu Asn Thr Ala val Ala 
210 215 220 

Ala val Glu Pro Gly Leu Arg Asn Gin Pro Pro val Asp Glu Gly Ala 
225 230 235 240 

Thr Gly Ala Ser Gin ser Leu Leu Asp Arg Lys Glu val Leu Gly Gly 
245 250 255 

val lie Ala Gly Gly Leu val Gly Leu lie Phe Ala Val Cys Leu Val 
260 265 270 

Ala Phe Met Leu Tyr Arg Met Lys Lys Lys Asp Glu Gly Ser Tyr Ser 
275 ~ 280 285 

Leu Glu Glu Pro Lys Gin Ala Asn Gly Gly Ala Tyr Gin Lys Pro Thr 
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290 295 300 

Lys Gin Glu Glu Phe Tyr Ala 
305 310 

<210> 3 

<211> 310 

<212> PRT 

<213> HOMO SAPIENS 

<400> 3 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu Cys Ala Leu Ala Leu Ser 
15 10 15 

Leu Gin Leu Ala Leu Pro Gin He val Ala Thr Asn lie Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly Ser Gly Asp Asp Ser Asp Asn Phe Ser Gly Ser Gly 
35 40 45 

Ala Gly Ala Leu Gin Asp lie Thr Leu ser Gin Gin Thr Pro ser Thr 
50 55 60 

Trp Lys Asp Thr Gin Leu Leu Thr Ala lie Pro Thr Ser Pro Glu Pro 
65 70 75 80 

Thr Gly Leu Glu Ala Thr Ala Ala ser Thr Ser Thr Leu Pro Ala Gly 
85 90 95 

Glu Gly Pro Lys Glu Gly Glu Ala val val Leu Pro Glu val Glu Pro 
100 105 110 

Gly Leu Thr Ala Arg Glu Gin Glu Ala Thr Pro Arg Pro Arg Glu Thr 
115 120 125 

Thr Gin Leu Pro Thr Thr His Gin Ala Ser Thr Thr Thr Ala Thr Thr 
130 135 140 

Ala Gin Glu Pro Ala Thr Ser His Pro His Arg Asp Met Gin Pro Gly 
145 150 155 160 

His His Glu Thr ser Thr Pro Ala Gly Pro Ser Gin Ala Asp Leu His 
165 170 175 

Thr Pro His Thr Glu Asp Gly Gly Pro Ser Ala Thr Glu Arg Ala Ala 
180 185 190 

Glu Asp Gly Ala ser ser Gin Leu Pro Ala Ala Glu Gly Ser Gly Glu 
195 200 205 

Gin Asp Phe Thr Phe Glu Thr Ser Gly Glu Asn Thr Ala val Val Ala 
210 215 220 

val Glu Pro Asp Arg Arg Asn Gin ser Pro val Asp Gin Gly Ala Thr 
225 230 235 240 

Gly Ala Ser Gin Gly Leu Leu Asp Arg Lys Glu val Leu Gly Gly Val 
245 250 255 

lie Ala Gly Gly Leu val Gly Leu lie Phe Ala val Cys Leu Val Gly 
260 265 270 
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Phe Met Leu Tyr Arg Met Lys Lys Lys Asp Glu Gly Ser Tyr Ser Leu 
275 280 285 

Glu Glu Pro Lys Gin Ala Asn Gly Gly Ala Tyr Gin Lys Pro Thr Lys 
290 295 300 

Gin Glu Glu Phe Tyr Ala 



<210> 4 

<211> 313 

<212> PRT 

<213> RATTUS RATTUS 

<400> 4 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu cys Ala Leu Ala Leu Arg 
1 5 10 15 

Leu Gin Pro Ala Leu Pro Gin lie val Thr Ala Asn val Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly Ser Gly Asp Asp Ser Asp Asn Phe Ser Gly Ser Gly 
35 40 45 

Thr Gly Ala Leu Pro Asp Met Thr Leu Ser Arg Gin Thr Pro Ser Thr 
50 55 60 

Trp Lys Asp Val Trp Leu Leu Thr Ala Thr Pro Thr Ala Pro Glu Pro 
65 70 75 80 

Thr Ser Arg Asp Thr Glu Ala Thr Leu Thr Ser lie Leu Pro Ala Gly 
85 90 95 

Glu Lys Pro Glu Glu Gly Glu Pro Val Ala His Val Glu Ala Glu Pro 
100 105 110 

Asp Phe Thr Ala Arg Asp Lys Glu Lys Glu Ala Thr Thr Arg Pro Arg 
115 120 125 

Glu Thr Thr Gin Leu Pro Val Thr Gin Gin Ala Ser Thr Ala Ala Arg 
130 135 140 

Ala Thr Thr Ala Gin Ala Ser val Thr Ser His Pro His Gly Asp Val 
145 150 155 160 

Gin Pro Gly Leu His Glu Thr Leu Ala Pro Thr Ala Pro Gly Gin Pro 
165 170 175 

Asp His Gin Pro Pro Ser Val Glu Asp Gly Gly Thr Ser Val He Lys 
180 185 190 

Glu Val Val Glu Asp Glu Thr Thr Asn Gin Leu Pro Ala Gly Glu Gly 
195 200 205 

Ser Gly Glu Gin Asp Phe Thr Phe Glu Thr ser Gly Glu Asn Thr Ala 
210 215 220 

Val Ala Gly val Glu Pro Asp Leu Arg Asn Gin Ser Pro val Asp Glu 
225 230 235 240 

Gly Ala Thr Gly Ala Ser Gin Gly Leu Leu Asp Arg Lys Glu Val Leu 



305 



310 



245 



250 



255 



Page 
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Gly Gly Val lie Ala Gly Gly Leu val Gly Leu lie Phe Ala val Cys 
260 265 270 

Leu val Ala Phe Met Leu Tyr Arg Met Lys Lys Lys Asp Glu Gly Ser 
275 280 285 

Tyr Ser Leu Glu Glu Pro Lys Gin Ala Asn Gly Gly Ala Tyr Gin Lys 
290 295 300 

Pro Thr Lys Gin Glu Glu Phe Tyr Ala 
305 310 

<210> 5 

<211> 309 

<212> PRT 

<213> HAMSTER SP 

<400> 5 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu Cys Ala Leu Ala Leu Arg 
15 10 15 

Leu Gin Pro Val Leu Pro Gin lie Val Thr val Asn Val Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly ser Gly Asp Asp Ser Asp Asn Phe Ser Gly Ser Gly 
35 40 45 

Thr Gly Ala Leu Pro Asp lie Thr Leu Ser Arg Gin Ala ser Pro Thr 
50 55 60 

Leu Lys Asp Val Trp Leu Leu Thr Ala Thr Pro Thr Ala Pro Glu Pro 
65 70 75 80 

Thr Ser Arg Asp Ala Gin Ala Thr Thr Thr ser He Leu Pro Ala Ala 
85 90 95 

Glu Lys Pro Gly Glu Gly Glu Pro val Leu Thr Ala Glu val Asp Pro 
100 105 110 

Gly Phe Thr Ala Arg Asp Lys Glu Ser Glu val Thr Thr Arg Pro Arg 
115 ~ 120 125 

Glu Thr Thr Gin Leu Leu lie Thr His Trp val Ser Thr Ala Arg Ala 
130 135 140 

Thr Thr Ala Gin Ala Pro val Thr Ser His Pro His Arg Asp val Gin 
145 150 155 160 

Pro Gly Leu His Glu Thr Ser Ala Pro Thr Ala Pro Gly Gin Pro Asp 
165 170 175 

Gin Gin Pro Pro Ser Gly Gly Thr Ser Val lie Lys Glu Val Ala Glu 
180 185 190 

Asp Gly Ala Thr Asn Gin Leu Pro Thr Gly Glu Gly Ser Gly Glu Gin 
195 200 " 205 

Asp Phe Thr Phe Glu Thr Ser Gly Glu Asn Thr Ala val Ala Ala val 
210 215 220 

Glu Pro Asp Gin Arg Asn Gin Pro Pro Val Asp Glu Gly Ala Thr Gly 
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225 230 235 240 

Ala Ser Gin Gly Leu Leu Asp Arg Lys Glu val Leu Gly Gly val lie 
245 250 255 

Ala Gly Gly Leu val Gly Leu lie Phe Ala val Cys Leu val Gly Phe 
260 265 270 

Met Leu Tyr Arg Met Lys Lys Lys Asp Glu Gly Ser Tyr Ser Leu Glu 
275 ~ 280 285 

Glu Pro Lys Gin Ala Asn Gly Gly Ala Tyr Gin Lys Pro Thr Lys Gin 
290 295 ' 300 

Glu Glu Phe Tyr Ala 
305 

<210> 6 
<211> 125 
<212> PRT 
<213> HOMO SAPIEN 

<400> 6 

Glu Ser Leu Arg Glu Thr Glu val lie Asp Pro Gin Asp Leu Leu Glu 
15 10 15 

Gly Arg Tyr Phe Ser Gly Ala Leu Pro Asp Asp Glu Asp val val Gly 
20 25 30 

Pro Gly Gin Glu Ser Asp Asp Phe Glu Leu ser Gly Ser Gly Asp Leu 
35 40 45 

Asp Asp Leu Glu Asp ser Met lie Gly Pro Glu val val His Pro Leu 
50 55 60 

Val Pro Leu Asp Asn His lie Pro Glu Arg Ala Gly Ser Gly Ser Gin 
65 70 75 80 

val Pro Thr Glu Pro Lys Lys Leu Glu Glu Asn Glu val lie Pro Lys 
85 90 95 

Arg He Ser Pro val Glu Glu Ser Glu Asp val Ser Asn Lys Val Ser 
100 105 110 

Met Ser Ser Thr val Gin Gly Ser Asn lie Phe Glu Arg 
115 120 125 

<210> 7 

<211> 44 

<212> PRT 

<213> RATTUS RATTUS 

<400> 7 

Tyr Phe Ser Gly Ala Leu Pro Asp Asp Glu Asp Ala Gly Gly Leu Glu 
1 5 10 15 

Gin Asp Ser Asp Phe Glu Leu Ser Gly Ser Gly Asp Leu Asp Asp Thr 
20 25 30 

Glu Glu Pro Arg Thr Phe Pro Glu val lie Ser Pro 
35 " 40 
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<210> 8 

<211> 357 

<212> PRT 

<213> HAMSTER SP 

<400> 8 

Pro Arg Ala Leu Leu Ser Arg Pro Cys Gly Thr Lys Met Pro Ala Gin 
1 5 ~ 10 15 

Leu Arg Gly lie Ala val Leu Leu Leu Leu Leu Ser Ala Arg Ala Ala 
20 25 30 

Leu Ala Gin Pro Trp Arg Asn Glu Asn Tyr Glu Arg Pro val Asp Leu 
35 40 45 

Glu Gly ser Gly Asp Asp Asp Pro Phe Gly Asp Asp Glu Leu Asp Asp 
50 55 60 

Ala Tyr Ser Gly Ser Gly Ser Gly Tyr Phe Glu Gin Glu Ser Gly Leu 
65 70 75 80 

Glu Thr Ala Val Ser Leu Thr Thr Asp Thr Ser Val Pro Leu Pro Thr 
85 90 95 

Thr val Ala val Leu Pro Val Thr Leu Val Gin Pro Met Ala Thr Pro 
100 - 105 110 

Phe Glu Leu Phe Pro Thr Glu Asp Thr Ser Pro Glu Gin Thr Thr ser 
115 120 125 

val Leu Tyr lie Pro Lys lie Thr Glu Ala Pro Val lie Pro Ser Trp 
130 135 140 

Lys Thr Thr Thr Ala Ser Thr Thr Ala Ser Asp Ser Pro Ser Thr Thr 
145 150 155 160 

Ser Thr Thr Thr Thr Thr Ala Ala Thr Thr Thr Thr Thr Thr Thr Thr 
165 170 175 

lie Ser Thr Thr Val Ala Thr Ser Lys Pro Thr Thr Thr Gin Arg Phe 
180 185 190 

Leu Pro Pro Phe Val Thr Lys Ala Ala Thr Thr Arg Ala Thr Thr Leu 
195 200 205 

Glu Thr Pro Thr Thr Ser lie Pro Glu Thr Ser Val Leu Thr Glu Val 
210 215 220 

Thr Thr Ser Arg Leu val Pro Ser Ser Thr Ala Lys Pro Arg Ser Leu 
225 230 235 240 

Pro Lys Pro Ser Thr Ser Arg Thr Ala Glu Pro Thr Glu Lys Ser Thr 
245 ' 250 255 

Ala Leu Pro Ser Ser Pro Thr Thr Leu Pro Pro Thr Glu Ala Pro Gin 
260 265 270 

Val Glu Pro Gly Glu Leu Thr Thr Val Leu Asp Ser Asp Leu Glu Val 
275 280 285 

Pro Thr ser Ser Gly Pro Ser Gly Asp Phe Glu lie Gin Glu Glu Glu 
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290 295 300 

Glu Thr Thr Arg Pro Glu Leu Gly Asn Glu val val Ala val val Thr 
305 310 315 320 

Pro Pro Ala Ala Pro Gly Leu Gly Leu Asn Ala Glu Pro Gly Leu lie 
325 330 335 

Asp Asn Thr lie Glu Ser Gly Ser Ser Ala Ala Gin Leu Pro Gin Lys 
340 345 350 

Asn lie Leu Glu Arg 
355 

<210> 9 

<211> 123 

<212> PRT 

<213> HOMO SAPIENS 

<400> 9 

Arg Ala Glu Leu Thr Ser Asp Lys Asp Lys Asp Met Tyr Leu Asp Asn 
1 5 10 15 

Ser Ser lie Glu Glu Ala Ser Gly val Tyr Pro lie Asp Asp Asp Asp 
20 25 30 

Tyr Ala Ser Ala Ser Gly Ser Gly Ala Asp Glu Asp val Glu Ser pro 
35 40 45 

Glu Leu Thr Thr Thr Arg Pro Leu Pro Lys lie Leu Leu Thr Ser Ala 
50 55 60 

Ala Pro Lys Val Glu Thr Thr Thr Leu Asn lie Gin Asn Lys lie Pro 
65 70 75 80 

Ala Gin Thr Lys Ser Pro Glu Glu Thr Asp Lys Glu Lys Val Asn Leu 
85 90 95 

Ser Asp Ser Glu Arg Lys Met Asp Pro Ala Glu Glu Asp Thr Asn Val 
100 " " 105 110 

Tyr Thr Glu Lys His Ser Asp Ser Leu Phe Lys 
115 120 

<210> 10 

<211> 43 

<212> PRT 

<213> RATTUS RATTUS 

<400> 10 

Asp Met Tyr Leu Asp Ser Ser Ser lie Glu Glu Ala Ser Gly Leu Tyr 
15 10 15 

Pro lie Asp Asp Asp Asp Tyr ser Ser Ala Ser Gly Ser Gly Ala Tyr 
20 25 30 

Glu Asp Lys Gly Ser Pro Asp Leu Thr Thr Ser 
35 40 

<210> 11 
<211> 43 
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<212> PRT 
<213> MUS SP 

<400> 11 

Asp Met Tyr Leu Asp Asn Ser Ser lie Glu Glu Ala Ser Gly val Tyr 
15 10 15 

Pro lie Asp Asp Asp Asp Tyr Ser Ser Ala Ser Gly Ser Gly Ala Asp 
20 25 30 

Glu Asp lie Glu Ser pro val Leu Thr Thr ser 
35 40 

<210> 12 

<211> 42 

<212> PRT 

<213> RANA SP 

<400> 12 

Tyr lie Asp ser Thr Glu Ser Ser Gly Asn Tyr Pro val Asp Asp Asp 
1 5 10 15 

Asp Tyr Ser ser Gly Ser Gly Ser Gly lie Pro Ala Arg Gly Asp Asp 
20 25 30 

Glu Asp Glu Asn val val Leu Thr Thr val 
35 40 

<210> 13 

<211> 10 

<212> PRT 

<213> HOMO SAPIEN 

<220> 

<221> xaa 

<222> (2).. (2) 

<223> xaa at position 2 if present, represents Asn, Asp, or He 
<220> 

<221> xaa 

<222> (3).. (3) 

<223> Xaa at position 3 represents Phe or Tyr 
<220> 

<221> Xaa 

<222> (4) . . (4) 

<223> Xaa at position 4 if present, represents Glu, Ser, or Ala 
<220> 

<221> Xaa 

<222> (5).. (5) 

<223> Xaa at position 5 if present, represents Leu, Gly, or ser 
<220> 

<221> Xaa 

<222> (6) . . (6) 

<223> xaa at position 6 if present, represents Ala, or Gly 

<400> 13 

Asp xaa xaa xaa xaa xaa Ser Gly ser Gly 
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1 5 10 

<210> 14 

<211> 10 

<212> PRT 

<213> HOMO SAPIEN 

<220> 

<221> xaa 

<222> (1) . . (1) 

<223> xaa at position 1 represents an amino acid having an acidic sidechain 
<220> 

<221> Xaa 

<222> (2).. (2) 

<223> Xaa at position 2 if present, represents Asn, Gin, Asp, Glu, Gly, Ala, Val , 
lie, Leu, Ser, or Thr 

<220> 

<221> Xaa 

<222> (3).. (3) 

<223> Xaa at position 3 if present, represents Phe, Tyr, Trp, Leu, or lie 
<220> 

<221> Xaa 

<222> (4) . . (4) 

<223> Xaa at position 4 if present, represents Asp, Glu, Gly, Ala, val, lie, Leu, 
Ser, or Thr 

<220> 

<221> xaa 

<222> (5).. (5) 

<223> xaa at position 5 if present, represents Gly, Ala, Val, lie, Leu, Ser, or Thr 



<220> 

<221> xaa 

<222> (6) . . (6) 

<223> Xaa at position 6 if present, represents Gly, Ala, Val, lie, Leu, Ser, or Thr 



<400> 14 

xaa xaa xaa xaa xaa xaa Ser Gly Ser Gly 
1 5 10 

<210> 15 

<211> 28 

<212> PRT 

<213> HOMO SAPIEN 

<220> 

<221> xaa 
<222> (4) . . (4) 

<223> xaa at position 4 if present, represents Gly, Ala, val, Leu, lie, Cys, Ser, 
or Thr 

<220> 

<221> xaa 
<222> (5).. (5) 

<223> xaa at position 5 represents Gly, Ala, Val, Leu, lie, Cys, Ser or Thr 
<220> 
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<221> xaa 

<222> (7).. (7) 

<223> xaa at position 7 represents Gly, Ala, Val , Leu or lie 
<220> 

<221> xaa 

<222> (27). .(27) 

<223> Xaa at position 27 represents Gly, Ala, Val, Leu, lie, Cys, Ser or Thr 

<400> 15 

Gin lie val xaa xaa Asn xaa Pro Pro Glu Asp Gin Asp Gly Ser Gly 
1 5 10 15 

Asp Asp Ser Asp Asn Phe Ser Gly ser Gly Xaa Gly 
20 25 

<210> 16 

<211> 60 

<212> PRT 

<213> MUS SP 

<220> 

<221> Xaa 

<222> (4) . . (4) 

<223> Xaa at position 4 if present, represents Gly, Ala, Val, Leu, lie, Cys, Ser, 
or Thr 

<220> 

<221> xaa 

<222> (5).. (5) 

<223> Xaa at position 5 represents Gly, Ala, Val, Leu, lie, Cys, Ser or Thr 
<220> 

<221> Xaa 

<222> (7).. (7) 

<223> Xaa at position 7 represents Gly, Ala, val, Leu or He 
<220> 

<221> xaa 

<222> (27).. (27) 

<223> Xaa at position 27 represents Gly, Ala, val, Leu, lie, Cys, Ser or Thr 
<220> 

<221> Xaa 

<222> (31).. (31) 

<223> xaa at position 31 represents Pro, Gin or Asn 
<220> 

<221> Xaa 

<222> (33).. (33) 

<223> xaa at position 33 if present, represents Ala, val, Leu, lie, or Met 
<220> 

<221> Xaa 

<222> (37). .(37) 

<223> xaa at position 37 represents Arg or Gin 
<220> 

<221> xaa 

<222> (39). .(39) 

<223> Xaa at position 39 represents Gly, Ala, val, Leu, lie, Thr or Ser 
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<220> 

<221> xaa 

<222> (40) . . (40) 

<223> xaa at position 40 represents Pro, ser or Thr 
<220> 

<221> Xaa 

<222> (41) . . (41) 

<223> xaa at position 41 represents Pro, Ser or Thr 
<220> 

<221> xaa 

<222> (43).. (43) 

<223> Xaa at position 43 represents lie, Leu, Phe, Tyr, or Trp 
<220> 

<221> xaa 

<222> (46) . . (46) 

<223> xaa at position 46 represents Gly, Ala, Val , lie, Leu, Ser or Thr 
<220> 

<221> Xaa 

<222> (47).. (47) 

<223> xaa at position 47 represents Trp, Phe, Tyr, Gin or Asn 
<220> 

<221> xaa 

<222> (52).. (52) 

<223> xaa at position 52 represents Ala, val, Leu, lie, Thr or Ser 
<220> 

<221> Xaa 

<222> (55).. (55) 

<223> xaa at position 55 represents Gly, Ala, val, Leu, lie, Ser or Thr 
<220> 

<221> Xaa 

<222> (60) . . (60) 

<223> xaa at position 60 represents Gly, Ala, val, Leu, lie, Thr or Ser 

<400> 16 

Gin lie val xaa xaa Asn Xaa Pro Pro Glu Asp Gin Asp Gly Ser Gly 
1 5 10 15 

Asp Asp Ser Asp Asn Phe ser Gly Ser Gly xaa Gly Ala Leu xaa Asp 
20 25 30 

xaa Thr Leu Ser xaa Gin xaa xaa Xaa Thr xaa Lys Asp Xaa Xaa Leu 
35 40 45 

Leu Thr Ala xaa Pro Thr xaa Pro Glu Pro Thr xaa 
50 55 60 

<210> 17 

<211> 21 

<212> DNA 

<213> MUS SP 

<400> 17 

gacaacttct ctggctctgg c 21 
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<210> 18 
<211> 21 
<212> DNA 
<213> MUS SP 

<400> 18 

gccagagcca gagaagttgt c 



<210> 19 

<211> 14 

<212> DNA 

<213> MUS SP 

<220> 

<221> n 

<222> (3).. (3) 

<223> n at position 3 represents A, T, C or G 

<220> 

<221> n 

<222> (6) . . (6) 

<223> n at position 6 represents A, T, C or G 

<220> 

<221> n 

<222> (12) . . (12) 

<223> n at position 12 represents A, T, C or G 

<400> 19 
ganggntctg gnga 



<210> 20 

<211> 14 

<212> DNA 

<213> MUS SP 

<220> 

<221> n 

<222> (3).. (3) 

<223> n at position 3 represents A, T, C or G 

<220> 

<221> n 

<222> (9).. (9) 

<223> n at position 9 represents A, T, C or G 

<220> 

<221> n 

<222> (12) . . (12) 

<223> n at position 12 represents A, T, C or G 

<400> 20 
tcnccaganc cntc 



<210> 21 

<211> 33 

<212> DNA 

<213> MUS SP 

<400> 21 

Page 14 



Seql01353.232.txt 
taccggatga agaagaagga cgaaggcagc tac 



33 



<210> 22 

<211> 33 

<212> DNA 

<213> MUS SP 

<400> 22 

atggcctact tcttcttcct gcttccgtcg atg 33 

<210> 23 

<211> 12 

<212> DNA 

<213> MUS SP 

<400> 23 

gagttctacg cc 12 

<210> 24 

<211> 12 

<212> DNA 

<213> MUS SP 

<400> 24 

ggcgtagaac tc 12 

<210> 25 

<211> 20 

<212> DNA 

<213> MUS SP 

<400> 25 

ctaagcttat ccacgaagcc 20 

<210> 26 

<211> 48 

<212> DNA 

<213> MUS SP 

<400> 26 

gccggatcct cagtgatggt ggtgatggtg gtccaaaagg ctctgaga 48 

<210> 27 

<211> 45 

<212> DNA 

<213> MUS SP 

<400> 27 

gccggatcct cagtgatggt ggtgatggtg gtcaggttga ccagg 45 

<210> 28 

<211> 45 

<212> DNA 

<213> MUS SP 

<400> 28 
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gccggatcct cagtgatggt ggtgatggtg gagcacaggc tctcc 45 



<210> 29 

<211> 47 

<212> DNA 

<213> MUS SP 

<400> 29 

gccggatcct cagtgatggt ggtgatggtg gctggtgggc tctggag 47 

<210> 30 

<211> 27 

<212> DNA 

<213> MUS SP 

<400> 30 

tgtgccagcg ccagcgaagt tgtcaga 27 

<210> 31 

<211> 21 

<212> DNA 

<213> MUS SP 

<400> 31 

ctggcgctgg cacaggtgct t 21 

<210> 32 

<211> 18 

<212> DNA 

<213> MUS SP 

<400> 32 

cgccatcctg atcttcag 18 

<210> 33 

<211> 19 

<212> DNA 

<213> MUS SP 

<400> 33 

caggatggcg ctggggatg 19 

<210> 34 
<211> 175 
<212> PRT 

<213> MUS SPJHOMO SAPIEN 
<400> 34 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu Cys Ala Leu Ala Leu Arg 
15 10 15 

Leu Gin Pro Ala Leu Pro Gin lie val Ala Val Asn Val Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly Ser Gly Asp Asp Ser Asp Asn Phe Ser Gly Ser Gly 
35 "40 45 
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Thr Gly Ala Leu Pro Asp Thr Leu Ser Arg Gin Thr Pro Ser Thr Trp 
50 55 60 

Lys Asp val Trp Leu Leu Thr Ala Thr Pro Thr Ala Pro Glu Pro Thr 
65 70 75 80 

Ser val Ser Asp val Pro Arg Asp Leu Glu val val Ala Ala Thr Pro 
85 90 95 

Thr Ser Leu Leu lie Ser Trp Asp Ala Pro Ala val Thr val Arg Tyr 
100 105 110 

Tyr Arg lie Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro val Gin Glu 
115 120 125 

Phe Thr val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
130 135 140 

Pro Gly val Asp Tyr Thr lie Thr val Tyr Ala val Thr Gly Arg Gly 
145 150 155 160 

Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg Thr 
165 170 175 

<210> 35 
<211> 30 
<212> DNA 
<213> MUS SP 

<400> 35 

atgtcgactg caaccggcaa ctcggatcca 30 

<210> 36 

<211> 24 

<212> DNA 

<213> MUS SP 

<400> 36 

ggctgcgctg gtgggctctg gage 24 

<210> 37 

<211> 24 

<212> DNA 

<213> HOMO SAPIEN 

<400> 37 

accagcgcag cegggagcat cacc 24 

<210> 38 

<211> 25 

<212> DNA 

<213> HOMO SAPIEN 

<400> 38 

ggctcgagaa gcttcactgg gtaac 25 



<210> 39 
<211> 235 
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<212> PRT 

<213> MUS SPjHOMO SAPIEN 
<400> 39 

Met Arg Arg Ala Ala Leu Trp Leu Trp Leu Cys Ala Leu Ala Leu Arg 
1 ~ 5 10 15 

Leu Gin Pro Ala Leu Pro Gin lie val Ala val Asn val Pro Pro Glu 
20 25 30 

Asp Gin Asp Gly ser Gly Asp Asp Ser Asp Asn Phe Ser Gly Ser Gly 
35 40 45 

Thr Gly Ala Leu Pro Asp Thr Leu Ser Arg Gin Thr Pro ser Thr Trp 
50 55 ~ 60 

Lys Asp Val Trp Leu Leu Thr Ala Thr Pro Thr Ala Pro Glu Pro Thr 
65 70 75 80 

Ser Ala Ala Gly Ser lie Thr Thr Leu Pro Ala Leu Pro Glu Asp Gly 
85 90 95 

Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 
100 105 110 

Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg lie His Pro Asp Gly Arg 
115 120 125 

val Asp Gly val Arg Glu Lys Ser Asp Pro His lie Lys Leu Gin Leu 
130 135 140 

Gin Ala Glu Glu Arg Gly val val Ser lie Lys Gly val Cys Ala Asn 
145 150 155 160 

Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 
165 170 175 

val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 
180 185 190 

Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 
195 " 200 205 

Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 
210 215 220 

Ala lie Leu Phe Leu Pro Met Ser Ala Lys ser 

225 230 235 

<210> 40 
<211> 43 
<212> DNA 

<213> MUS SP;HOMO SAPIEN 
<400> 40 

gatggactct gacrwctwcr vwvktgsttc tggctctggc aca 

<210> 41 
<211> 15 
<212> DNA 
<213> MUS SP 
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15 



<210> 42 

<211> 15 

<212> DNA 

<213> MUS SP 

<400> 42 

acaggtgctt tgcca 15 



<210> 43 

<211> 21 

<212> DNA 

<213> MUS SP 

<400> 43 

gccgaaagtt tattacatct g 21 



<210> 44 

<211> 15 

<212> PRT 

<213> MUS SP 

<220> 

<221> Xaa 

<222> (1) . . (1) 

<223> xaa at positions 1 represents Asp or Glu 
<220> 

<221> Xaa 

<222> (2).. (2) 

<223> xaa at positions 2 if present, represents any amino acid 
<220> 

<221> Xaa 

<222> (3).. (3) 

<223> Xaa at position 3 if present, represents any amino acid 
<220> 

<221> xaa 

<222> (4).. (4) 

<223> Xaa at position 4 if present, represents any amino acid 
<220> 

<221> xaa 

<222> (5).. (5) 

<223> Xaa at position 5 if present, represents any amino acid 
<220> 

<221> Xaa 

<222> (6) . . (6) 

<223> Xaa at position 6 if present, represents any amino acid 
<220> 

<221> Xaa 

<222> (7).. (7) 

<223> xaa at position 7 if present, represents any amino acid 
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<220> 

<221> Xaa 

<222> (8).. (8) 

<223> xaa at position 8 if present, represents any amino acid 
<220> 

<221> Xaa 

<222> (9) . . (9) 

<223> xaa at position 9 if present, represents any amino acid 
<220> 

<221> xaa 

<222> (10) . . (10) 

<223> xaa at position 10 if present, represents any amino acid 
<220> 

<221> xaa 

<222> (11) . . (11) 

<223> xaa at position 11 if present, represents any amino acid 

<400> 44 

xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa ser Gly ser Gly 
1 5 10 15 

<210> 45 

<211> 10 

<212> PRT 

<213> Drosophila sp. 

<400> 45 

Asp Pro Asp Tyr Ser Gly Ser Gly Phe Gly 
15 10 

<210> 46 

<211> 5 

<212> PRT 

<213> MUS SP 

<220> 

<221> xaa 

<222> (1)..(1) 

<223> Xaa at position 1 represents Asp or Glu 
<220> 

<221> xaa 

<222> (2).. (2) 

<223> Xaa at position 2 represents Gly or any amino acid 
<220> 

<221> xaa 

<222> (5).. (5) 

<223> xaa at position 5 represents Asp or Glu 

<400> 46 

xaa xaa ser Gly xaa 
1 5 
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